CAAGGTTATGGTAAGCTTATTATGTTAATTTTCTCTTTACTTCTAAAGAGACCAT AGCCTGAGTAATAAAATAGAACACATAAGGTTAATACGCAGACCTAAAATAA GGTCCCTCCTTTCAATCTTCAGATACTCTTAACCTGGTGTTCTCTAAACAT Figure S2 . Nucleotide sequence of the novel 158-bp non-coding RNA (ncRNA) identified between gp012 and gp013 (nucleotides 7110-7267) on the phage genome. Table 5 .
b Numerical values correspond to FDR-adjusted p-values (<0.05 was considered to be significant). A blank space indicates that the corresponding category was not statistically significantly downregulated. 
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